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WH9A-D4 OJRFouverte 
(1340 pb) 

b019A-Bl OJtFauvtrtr 
(1340 pb) 

WJ19A-A12 OAF 1671 pb 
(1422 pb) 

a35lA-Cn ORFouvrrte 
(1160 pb) 

b019A-F2 ORF 1436 pb 
(12*8 pb) 

S351A-C5 QRFouvtrte 
(SW7pb> 

b019A-Fl2 0«/r;27y^ 

(827 pb) 
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Ly 11 lb- full A : le transcrit 

AATGGAAGGGCGTGAGCGCTTGGTCCATGCAGTGAAGCTCTTCCAACCTGGGTCAACGAAAACG 
GAGAAGAAATGGCCCAAGAAATAGATCTGAGTGCTCT CAAGGAGTTAGJAACGCGAGGCCATT CT 
CCAGGTCCTGTAC C GAGAC CAGGCGGTTCAAAACACAGAGGAGGAGAGGACACGGAAACTGAAA 
ACAC ACCTGC AGCAT C TCC GGT GGAAAGGAGCGAAGAAC AC GGACTGGGAGCAC AAAGAGAAGT 
GCTGTGCGCGCTGCCAGCAGGTGCTGGGGTTCCTGCTGCACCGGGGCGCCGTGTGCCGGGGCTG 
CAGCCACCGCGTGTGTGCCCAGTGCCGAGTGTTCCTGAGGGGGACCCATGCCTGGAAGTGCACG 
GT GT GCT TCGAGGACAGGAAT GTC AAAATAAAAACT GGAGAAT GGTT C TATGAGGAAC GAGCCA 
AGAAATTTCCAAC TGGAGGC AAACAT GAGACAGT TGGAGGGCAGCT CTTGCAATCTTAT CAGAA 
GCTGAGCAAAATTTCTGTGGTTCCTCCTACTCCACCTCCTGTCAGCGAGAGCCAGTGCAGCCGC 
AGTCCTGGCAGG TTACAGGAATTTGGTCAGTTTAGAGGATTTAATAAGTCCGTGGAAAATTTGT 
XTCTGTCTCTTGCTACCCACGTGAAAAAGCTCTCCAAATCCCAG&ATGATATGACTTCTGAGi^ 
GC AT C T T CTCGCCACGGGC C CCAGGC AGT GT GT GGGAC AGACAGAGAGAC GGAGCCAGTC T GAC 
ACTGCGGTCAACGTCACCACGAGGA AGGTGAGTGCACCAGATATTCTGA^^ 
AGGATCCCAAATGCTCTACTAACCCTATTTTGAAGCAACAGAATCTCCCATCCAGTCCGGCACC 
CAGTAC CATATTCTCT GGAGGTTTTAGACACGGAAGTTTAATTAGCATTGACAGCACCT GTACA 
GAGAT GGGCAATTTT GACAAT GCT AAT GTCAC TG GAGAAAT AGAAT TT GC CATT CAT TATTGCT 
T CAAAAC C CAT TCTT TAGAAAT AT GCATC AAGGCCT GTAAGAAC CTTGC C TAT GGAGAAGAAAA 
GAAGAAAAAGTGCAAT CCGTATGTGAAGACCTACCTGTTGCCCGACAGATCCTCCCAGGGAAAG 
CGCAAGACTGGAGTCCAAAGGAACACCGTGGACCCGACCTTTCAGGAGACCTTGAAGTATCAGG 
TGGCCCCTGCCCAGCTGGTGACCCGGCAGCTGCAGGTCTCGGTGTGGCATCTGGGCACGCTGGC 
CCGGAGAGTGTTTCTTGGAGAAGTGATCATTCCTCTGGCCACGTGGGACTTTGAAGACAGCACA 
ACACAGTCCTTCCGCTGGCATCCGCTCCGGGCCAAGGCGGAGAAATACGAAGACAGCGTTCCTC 
AGAGTAATGGAGAGCTCACAGTCCGGGCTAAGCTGGTTCTCCCTTCACGGCCCAGAAAACTCCA 
AGAGGC T CAAGAAGGGACAGATCAGC CAT CAC TT CAT GGT CAACT T T GTT T GG T AG TGCTAGGA 
GCCAAGAATTTACCTGTGCGGCCAGATGGCACCTTGAACTCATTTGTTAAGGGCTGTCTCACTC 

TGC CAGAC CAAC AAAAACT GAGACTGAAGTC GCC AGT CCT GAGGAAGC AGGCT T GCCCCCAGT G 
GAAACACTCATTTGTCTTCAGTGGCGTAACCCCAGCTCAGCTGAGGCAGTCGAGCTTGGAGTTA 
ACTGTCTGGGATCAGGCCCTCTTTGGAATGAACGACCGCTTGCTTGGAGGAACCAGACTTGGTT 
C AAAGGGAGAC AC AGC T GTT GGC GGGGAT GCAT GCTC AC AAT CGAAG C T C CAGT GGC AGAAAGT 
CCTTTCCAGCCCCAATCTATGGACAGACATGACTCTTGTCCTGCACTGACATGAAGGCCTCAAG 
GTTCCAGGTTGCAGCAGGCGTGAGG 



pLylllb-fullA : la proteine 

HAQ^DLSALKKI^REAXI,QV1^ 

AVCRGCSHRVCAQCRVfcU.RCJTliAWKCT^ 

PP-PPPVSF.SQCSRSPGRI^EFG^I^FN^^ 

U'i^VNVl-TR K V S AP DT T ,KPI .NQ F. DPKCSTNP J LKQQNL PSS>A?ST I FSGGFRHGSI.T SI DSTCTEMGNFDNANVTG 
E IEFAXH Y C F KT H S LE I C I KACKKLAY GEE KKKKCN PYVKTYLLPD R S SQ GKRKT GV QRN TVD PT FQE TLKY QVAP A 
QLVTRQLQVSVWHLGTIARRVFIiGEVIIPIATWDFEDSTTQSFRWHPIjRA^ 

PRKLQRAQF,GTDQPS I,HGQI>CT> WI^GAKNLPVRPDGTLNSBVKGCLTLPDQQKLRLKS PVI .RKQACPQWKHSFVFSG 
VTPAQT.RQSSLET TVWDQA L FGMNDR J. LGGTR T. GS KGDTA VGGDACSQS Kl , QW QK VJ>SS PN L W T DM T L V L H 
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X,yillb-f ullB : le trans crit 

AATGGAAGGGCGTGAGCGCTTGGTCCATGCAGTGAAGCTCTTCCAACCTGGGTCAACGAAAA 
CGGAGAAGAAA.T GGCC C AAGAAAT AGAT C TGAGT GCTC TCAAGGAGT TAGAAC G CGAGGCCA 
TTCTCCAGGTCCTGTACCGAGACCAGGCGGTTCAAAACACAGAGGAGGAGAGGACACGGAAA 
CTGAAAACACACCTGCAGCATCTCCGGTGGAAAGG^GCGAAGAACACGGACrPGGGAGCACAA 
AGAGAAGTGCTGTGCGCGCTGCCAGCAGGTGCTGGGGTTCCTGCTGCACCGGGGCGCCGTGT 
GCCGGGGCTGCAGCCACCGCGTGTGTGCCCAGTGCCGAGTGTTCCTGAGGGGGACCCATGCC 
TGGAAGTGCACGGTGTGCTTCGAGGACAGGAATGTCAAAATAAAAACTGGAGAATGGTTCTA 
TGAGGAAC GAGCCAAGAAATTTCCAACTGGAGGCAAACATGAGACAGTTGGAGGGCAGCTCT 
TGCAATCTTATCAGAAGCTGAGCAAAATTTCTGTGGTTCCTCCTACTCCACCTCCTGTCAGC 
GAGAGCCAGTGCAGCCGCAGTCCTGGCAGGAAGGT CAGT GCACCAGATATT CT GAAACCTCT 
CAAT CAAGAGGAT C CCAAATGCTCTAC T AAC C C T ATT TTGAAGCAACAGAAT C T C C CATC C A 
GT CC GGCACC CAGTACCATATTCTCTGGAGGTTTTAGACACGGAAGTTTAATTAGCATTGAC 
AG CACC TGTACAGAGATGGGCAATTTTGAC AAT GC TAATGTCAC T GGAGAAAT AGAATTTGC 
CATTCATTATTGCTTCAAAACCCATTCTTTAGAAATATGCATCAAGGCCTGTAAGAACCTTG 
C C TAT GGAGAAGAAAAGAAGAAAAAGT GCAAT CC GT ATGTGAAGACCTAC C TGT T GC C CGAC 
AGAT CCTC CC AGGGAAAGCGCAAGACT GGAGTCCAAAG GAAC AC CGTGGAC C C GAC C TTTC A 
GGAGACCTTGAAGTATCAGGTGGCCCCTGCCCAGCTGGTGACCCGGCAGCTGCAGGTCTCGG 
TGTGGCATCTGGGCACGCTGGCCCGGAGAGTGTTTCTTGGAGAAGTGATCATTCCTCTGGCC 
ACGTGGGACTTTGAAGACAGCACAACACAGTCCTTCCGCTGGCATCCGCTCCGGGCCAAGGC 
GGAGAAAT ACGAAGACAGCGT TCCT CAGAGTAAT G GAGAGC T CACAGT CCGGGCT AAGCTGG 
TTCTCCCTT CACGGC CCAGAAAAC T C C AAGAGGCT CAAGAAGGGACAGAT C AGCCAT CACTT 
CATGGTCAACTTTGTTTGGTAGTGCTAGGAGCCAAGAATTTACCTGTGCGGCCAGATGGCAC 
CTTGAACTCATTTGTTAAGGGCTGTCTCACTCTGCCAGACCAACAAAAACTGAGACTGAAGT 
CGCCAGTCCTGAGGAAGCAGGCTTGCCCCCAGTGGAAACACTCATTTGTCTTCAGTGGCGTA 
ACCCCAGCTCAGCTGAGGCAGTCGAGCTTGGAGTTAACTGTCTGGGATCAGGCCCTCTTTGG 
AATGAACGACCGCTTGCTTGGAGGAACCAGACTTGGTTCAAAGGGAGACACAGCTGTTGGCG 
GGGATGCATGCTCACAATCGAAGCTCCAGTGGCAGAAAGTCCTTTCCAGCCCCAATCTATGG 
ACAGACAT GACTCTTGT C CTGCAC TGACAT GAAGGC CT CAAGGTTC C AGGT T GCAGC AGGCG 
TGAGG 



pLylllb-fullB : la proteins 

MAQEI3LSALKFJj£REAILQVLYUDQAVQNT^^ 

AVCRGCSHRVCAQCRVFLRGTHAWKCTVCrEDRNVKICTGtlvrhTECRAKKFPTGGKHETVGGQI.LQSYQKLSKISVV 
PPTPPPVSESQCSFSPGRKVSAPDILKPLNQEDPKCSTNPILKQQNLPSSPAPSTIFSGGf'*RHGSIjISIDSTCTEMG 
N V\ )H ANVTGE IEFAIHYCFKTHSLE TC IKACKNIiAYGEEKKKXCNPYVKTYLLro 

TLKYQVAPAQLVTRQLQVSVWHLGTLARRVFLGEVI I PXATWD FED S T TQSFRWHPLRAKAEKYEDSVPQSNGELTV 
RA KLV L PSR PRKT>QEAQE GTDQ PS L HGQ LCIi VVJ ,GA KNL P VRPDGTLNS £ ' VKGCJ , '1 'L FDQQKL R L KS P VL RKQA C PQ 
tfKHS FVFSG VT PA QLRQS SL ELTVWDQA LFGMNDR L I, GGTR I>G S KGD TA VGGDACS OS KL QWQKVLSS PN LWT DM T L 
VLU 
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GGCCTIGGGGCACTGAGGGATGCC^TT^ 

GCGTTGCCCCTGCTGGCATAGTCAGGTACCAGCCCAGCCAGGTATTGAACGGGCTGAGCTTTTCATCA 
TGGTTCCTGCTGACCTGGAAACATCTTAAATGGAAGGGCGTGAGCGCTTGGTCCATGCAGTGAAGCTC 
TTCCAACCTGGGTCAACGAAAACGGAGAAGAAg^ 

TTAr;AAr-r;f-f4Ar:(Vr:CATTCTCCAGGTCCTGTACCGAGACCAGGCGG TTCAAAACACAGAGGAGGAG AG 
GACACGGAAACTGAAAACACACCTGCAGCATCTCCGGTGGAAAGGAGCGAAGAACACGGACTGGGAGC 
ACAAAGAGAAGTGCTGTGCGCGCTGCCAGCAGGTGCTGGGGTTCCTGCTGCACCGGGGCGCCGTGTGC 
CGGGGCTGCAGCCACCGCGTGTGTGCCCAGTGCCGAGTGTTCCTGAGGGGGACCCATGCCTGGAAGTG 
CACGGTGTGCTTCGAGGACAGGAATGTCAAAATAAAAACTGGAGAATGGTTCTATGAGGAACGAGCCA 
AGAAATTTCCAACTGGAGGCAAACATGAGACAGTTGGAGGGCAGCTCTTGCAATCTTATCAGAAGCTG 
AGCAAAATTTCTGTGGTTCCTCCTACTCCACCTCCTGTCAGCGAGAGCCAGTGCAGCCGCAGTCCTGG 
CAGGTTACAG GAATTTCCTCACTTTAGA GGATTTAATAAGTCCGTGGAAAATTTGTTTCTGTCTCTTG 
CTACCCAC GTGAAAA AGCTCTCCAAATCCCAGAATGATATGACTTCTGAGAAGCATCTTCTCGCCACG 

ggcccca ggcagtgt'ctgggacaga|cagagagacggagccagtc] tgacactgcggtcaacgtcaccac 



caggaaggtcagtgcaccagatattctgaaacctctcaatcaagaggatcccaaatgctctactaacc 
ctattttg aagcaacagaatctcccatcc agtccggcacccagtaccatattctctggaggttttaga 
cacggaagtttaattagcattgacagcacctgtacaga gatgggcaattttgacaatgc taatgtcac 

TGGAGAAATAGAATTTGCCATTCATTATTGCTTCAAAACCCATTCTTTAGAAATATGCATCAAGGCCI 1 
GTAAGAACCTTGCCTATGGAGAAGAAAAGAAGAAAAAGTGCAATCCGTATGTGAAGACCTACCTGTTG 
CCCGACAGATCCTCCCAGGGAAAGCGCAAGACTGGAGTCCAAAGGAACACCGTGGACCCGACCTTTCA 
GGAGACCTTGAAGTATCAGGTGGCCCCTGCCCAGCTGGTGACCCGGCAGCTGCAGGTCTCGGTGTGGC 
ATCTGGGCACGCTGGCCCGGAGAGTGTTTCTTGGAGAAGTGATCATTCCTCTGGCCACGTGGGACTTT 
GAAGACAGCACAACACAGTCCTTCCGCTGGCATCCGCTCCGGGCC AAGGCGGAGAAATACGAAGAC AG 
CGTTCCTCAGAGTAATGGAGAGCTCACAGTCCGGGCTAAGCTGGTTCTCCCTTCACGGCCCAGAAAAC 
TCCAAGAGGCTCAAGAAGGGACAGATCAGCCATGACTTCATGGTCAACTTTCTTTGGTAGTGCTAGGA 
GCCAAGAATTTACCTGTGCGGCCAGATGGCACCTTGAACTCATTTGTTAAGGGCTGTCTCACTCTGCC 
AGACCAACAAAAA CTGAGACTGAAGTCGCCAGTCCTGAGGAAG CAGGCTTGCCCCCAGTGGAAACACT 
CATTTGTCTTCAGTGGCGTAACCCCAGCTCAGCTGAGGCAGTCGAGCTTGGAGTTAACTGTCTGGGAT 
CAGGCCCT CTTTGGAATGAACG A CCGCTTG CTTGGAGGAACCAGACTTGGTTCAAAGGGAGACACAGC 
TGTTGGCGGGGATGCATGCTCACAATCGAAGCTCCAGTGGCAGAAAGTCCTTTCCAGCCCCAATCTAT 
GGACAGACATGACTCTTGTCCTGCACTGACATGAAGGCCTCAAGGTTCCAGGTTGCAGCAGGCGTGAG 
GCACTGTGCGTCTGCAGAGGGGCTACGAACCAGGTGCAGGGTCCCAGCTGGAGACCCCTTTGACCTTG 
AGCAGTCTCCATCTGCGGCCCTGTCCCATGGCTTAACCGCCTATTGGTATCTGTGTATATTTACGTTA 
AACACAATTATGTTACC'TAAGCCT CTGGTGGGTTATCTCCTCTT TGAGATGTAGAAAATGGCCAGATT 
TT^EHBS CGTT GT T AC CC ATG AAAAAAAAAAAAA 

SEQUENCE PROTE JQUE 

MAQEJ DLSALKELEREAILQVLYRDQAVQNTEEERTRKLKTHLQHLRWKGAKNTDWEHKEKCCARCQQ 
VLGFLLHRGAVCRGCSHRVCAQCRVFLRGTHAWKCTVCFEDRNVK1KTGEWFYEERAKKFPTGGKHET 
VGGQLLQDYQKLSKISVVPPTPPPVSESQCSRSPCRLQEFGQFRGFNKSVENLFLSLATHVKKLSKSQ 
NDMTSEKHLLATGPRQCVGQTERRSQSDTAVNVTTRKVSAPDILKPLNQEDPKCSTNPILKQQNLPSS 
PAPST1 FSGGFRHGSIjI SI DSTCTEMGNFDNANVTGEIEFAIHYCFKTHSIiEICIKACKNLAYGEEKK 
KKCNPYVKTYLLPDRGSQGKRKTGVQRNTVDPTFQETLKYQVAPAQI.VTRQLQVSVWHLGTLARRVFL 
GEVI I PLAVWDFEDSTTQSFRWHPLRAKAEKYEDSVPQSNGELTVRAKLVLPSRPRKLQEAQEGTDQP 
SLHGQLCLVVLGAKNLPVRPDGTLNSFVKGCLTLPDQQKLRIiKSPVLRKQACPQWKHSFVFSGVTPAQ 
LRQSS*LELTVWDQALFGMN DRLLGGTRLGSKGDTAVGGDAC5Q3KLQWQKVLSS PNLWT DMTLVLII 
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GAAA'I'CATGCCCCTCGTAG AGCAGCAGGTCCAA GCA GGGCTGCTGGCTATTTTTC CAAAAAG 
TGAGGCAGTTTAAAAAAAAGGCGGAGAACTAGAATTAU'AGAA'f AA'l'GGCACATTTTGTGTAT 
"TTGTAAAACTAACGCCTTGCATG GTTCACAACCCATTTCTTA TGGCTGTGTTTTCCTTGGCA 
GCAAAATTTCTGTGGTTCCTCCTACTCCACCTCCTGTCAGCGAGAGCCAGTGCAGCCGCAGT 
CCTGGCAGGAAGGTCAGTGCACCAGATATTCTGAAACCTCTCAATCAAGAGGATCCCAAATG 
CTCTACTAACCCTATTTTGA AGCAACAGAATCTCCCATCC AGTCCGGCACCCAGTACCATAT 
TCTCTGGAGGTTTTAGACACGGAAGTTTAATTACCATTGACAGCACCTCTACACACBHSCC 
AATTTTGACA A TGC TAATGTCACTGGAGAAATAGAATTTGCCATTCATTATTGCTTCAAAAC 
CCATTCTTTAGAAATATGCATCAAGGCCTGTAAGAACCTTGCCTATGGAGAAGAAAAGAAGA 
AAAAGTGCAATCCGTATGTGAAGACCTACCTGTTGCCCGACAGATCCTCCCAGGGAAAGCGC 
AAGACTGGAGTCCAAAGGAACACCGTGGACCCGACCTTTCAGGAGACCTTCAAGTATCAGGT 
GGCCCCTGCCCAGCTGGTGACCCGGCAGCTGCAGGTCTCGGTGTGGCATCTGGGCACGCTGG 
CCCGGAGAGTGTTTCTTGGAGAAGTGATCATTCCTCTGGCCACGTGGGACTTTGAAGACAGC 
ACAA'CAGAGTCCTTCCGCTGGCATCCGCTCCGGGCCA AGGCGGAGAAATACGAAGAC AGCGT 
TCCTCAGAGTAATGGAGAGCTCACAGTCCGGGCTAAGCTGGTTCTCCCTTCACGGCCCAGAA 
AACTCCAAGAGGCTCAAGAAGGGACAGATCAGCCATCACTTCATGGTCAACTTTGTTTGGTA 
GTGCTAGGAGCCAAGAATTTACCTGTGCGGCCAGATGGCACCTTGAACTCATTTGTTAAGGG 
CTGT CTCACTCTGC CAGACCAACAAAAA CTGAGACTGAAGTCGCCAGTCCTGAGGAAG CAGG 
CTTGCCCCCAGTGGAAACACTCAT'rTGTCTTCAGTGGCGTAACCCCAGCTCAGCTGAGGCAG 
TCGAGCTTGGAGTTAACTGTCTGGGATCAGGCCCT CTTTGGAATGAACGACCGCTTG CTTGG 
AGGAACCAGACTTGGTTCAAAGGGAGACACAGCTGTTGGCGGGGATGCATGCTCACAATCGA 
AGCTCCAGTGGCAGAAAGTCCTTTCCAGCCCCAATCTATGGACAGACATGACTCTTGTCCTG 
CACTGACATGAAGGCCTCAAGGTTCCAGGTTGCAGCAGGCGTGAGGCACTGTGCGTCTGCAG 
AGGGGCTACGAACCAGGTGCAGGGTCCCAGCTGGAGACCCCTTTGACCTTGAGCAGTCTCCA 
TCTGCGGCCCTGTCCCATGGCTTAACCGCCTATTGGTATCTGTGTATATTTACGTTAAACAC 
AATTATGTTACCTAAGCCT CTGGT GGGTT ATCTCCTCTT TGAGATGTAGAAAATGGCCAGAT 

t t tWBBSc GTTGTTACCCAT g aaaaaa a a a a aa a 



SEQUENCE PROTEIQUE 

MGNFDNANVTGEIEFAIHYCFKTHSLEICIKACKNLAYGEEKKKKCNPYVKTYLLPDRSSQG 
KRKTGVQRNTVDPTFQETLKYQVAPAQLVTRQLQVSVWHLGTLARRVFLGEVI I PLATWDFE 
DSTTQSFRWHPLRAKAEKYEDSVPQSNGELTVRAKLVLPSRPRKL0EA0EGTDOPSLHGOLC 
LVVLGAKNLPVRPDGTLNSFVKGCLTLPDQQKLRLKSPVLRKQACPQWKHSFVFSGVTPAQL 
RQSS3 jF.T.TVWDQALFGMNDRLLGGTRLGSKGDTAVGGDACSQSKLQWQKVLSSPNLWTDMTL 
VJ.H 
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